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Monte-Carlo simulation, 1851 

Monteverde, 865 ' 

moose, 1309 

Moringa oleifera, 463 

Moringaceae, 463 

morphology, 365 
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weaverbird, 903 

weed, 1239 

white eye, 159 

white-browed sparrow weaver, 
903 

whiteflies, 1683 
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